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Aim of the work

The aim of the study was to study the mutational status of enhancer of zeste

Table 1: Distribution of the studied cases according to EZH2 sequencing
analysis (n = 50)

homolog 2 (EZH2) gene tyrosine 64land its relation with different Fig 1 : Electrograph of DNA sequencing analysis of EZH2 mutations (a) Ser-

clinicopathological parameters in DLBCL patients. No. % >Thr (b) Tyr->Phe (c) Ser->Thr
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I URUITLD AR I AR AV W Mutated 18 36.0 From this study we can conclude the following:

1. EZH2 in exon 16 is recurrently mutated in DLBCL.

2. Multiple novel mutations have been detected in exon 16 including
missense and non-coding mutations.

3. EZH2 mutations seem to be a pathogenetic mechanism in DLBCL
development.

In conclusion, our data support the implementation in the clinic of the
analysis of recurrent somatic mutations of EZH2 to diagnose and guide
salvage therapy based on molecular targets.

The study was conducted on 50 newly diagnosed patients with diffuse large B cell 1\ /

lymphoma diagnosed by routine histopathology using H&E staining and

immunohistochemical basis on formalin-fixed paraffin-embedded (FFPE) tissue W
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sections of lymph node and/or bone marrow biopsies employing the current
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World Health Organization Classification 2018 obtained from the Pathology
and/or Clinical Pathology departments of Faculty of Medicine, Alexandria
University.
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